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Intensive screening has improved our understanding of the profile of mutations in the CFTR gene in which more than 400 mutations have been detected to date. In collaboration with several European laboratories we are involved in such analysis. We have identified 14 Cystic fibrosis (CF) is the most common lethal autosomal recessive disease in the white population with a carrier frequency between 1 in 20 and 1 in 25 and an incidence of 1 in 1600 to 1 in 2500. ' The CFTR gene, which was isolated in 1989, spans over 230 kb, is composed of 27 exons, and encodes a protein of 1480 amino acids, named cystic fibrosis transmembrane conductance regulator (CFTR).>-4 The most common mutation which accounts for 70% of CF chromosomes world wide is the deletion of a phenylalanine amino acid, at position 508 (AF508) in the first nucleotide binding fold (NBF).5 There is striking variation in the frequency of AF508 in patient populations of different ethnic backgrounds. More than 400 mutations have been described to 
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